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*DOD Tuberous Sclerosis Complex Grant

*Novartis fellowship from the Life Sciences Research Foundation
*Merck/MIT Computational & Systems Biology postdoc fellowship

«MIT EECS/Whitehead/Broad Training Program in Computational Biology

CellProfiler™

cell image analysis software

CellProfiler
Analyst

data exploration software

free, at www.cellprofiler.org

Contact:
anne@broad.mit.edu

Many thanks to our many
biology collaborators who
provide images, and to Polina
Golland, our computer science
collaborator at MIT’s Computer
Science/Artificial Intelligence
Laboratory (CSAIL)

SD.C

43


mailto:anne@broad.mit.edu
mailto:anne@broad.mit.edu



